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Genetic Relationship between a Natural Hybrid Meconopsis X 
cookei (Papaveraceae) and Its Parents Based on cpDNA 


trnL- trnF Region Sequence 


1 1 . Л 2 
YUAN Chang-Chun , НЕ Xue-Bao , YUAN Ош-Ме , SHI Su-Hua 
(1 Life Science and Chemistry School, Zhanjiang Normal University, Zhanjiang 524048, China; 2 Key Laboratory of Gene 
Engineering of Ministry of Education, School of Life Sciences, Zhongshan University, Guangzhou 510275, China) 


Abstract: The Chloroplast DNA tml- trnF region sequences from a natural hybrid species Meconopsis X cookei and its 
parents M. punicea and M. quintuplinervia were obtained by using direct sequencing method . The sequence length of 
trnL- tmF region is 960 bp for M. X cookei, 961 bp for M. punica, and 957 bp for М. quintuplinervia . The sequences 
were aligned by the software Clustal X, and then the bases per locus were compared by using the software with manual 
method . The aligned sequence length is 964 bp, of which tmL intron is 512 bp, the 3 exon of trnLis 50 bp, trnL- те 
intergenic spacer (165) is 361 bp, and the 5 end segment of trnF 15 41 bp . Total 25 variable loci were detected from the 
aligned sequence, of which 21 (84% ) sites are same between M. X cookei and M. punicea, and only опе (4%) is same 
between M. X cookei and M. quintuplinervia, the remaining three loci (12%) are different among M.X cookei, М. - 
рипіса, and M. quintuplinervia . The results show that the cpDNA ттт» trnF region of the natural hybrid species M. X 


cookei was inherited from its parent M. punicea . Therefore, according to the plastid inheritance law, our molecular evi- 
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dences indicate that М. punicea is the mother of hybrid species M. X cookei and М. quintuplinervia is its father . 


Key words: Hybrid species Месопорѕіѕх cookei, М. punicea, М. quintuplinervia; trnL- tmF 
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Table 1 Source and voucher of materials 
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M.X cookei Guoluo, Qinghai D. G. Long et al/ 1997. 07. 10 00137066 (E) AY328231 
Royal C. C. Yuan/ 2002. 07. 01 200271107 (SYS) AY328239 
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Fig.1 Тһе full sequences of trnL- trnF region of three samples 


MP: Meconopsis punicea, MC: М. X cookei, MQ: М. quintuplinervia . The numbers on the right indicate the length (bp) of the sequences . 
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Table 2 Тһе variable loci (base substitution 
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